11.1 ± 0.9
Sequence comparisons, with implied divergence times (mean ± standard deviation, in millions of years, using our inferred mutation rate of 1.61 ± 0.13 × 10 −8 per base per generation and an average generation interval of 29 years), for sites in the genome passing filters. The first 14 lines represent divergence between the two chromosomes within the individual genomes in our data set (suffix "A" from [23] and suffix "B" from [27], except both Australians from the latter), based on genome-specific filtering (see Methods). Human-chimpanzee statistics are averaged over the filters for the first eight genomes; we note that the third column represents the TMRCA of the two species' reference sequences rather than the population split time (see Discussion).
